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ABSTRACT
Bioanalysis is most widely used for drug discovery and development. Bioanalytical methods have been working for the quantitative
estimation of drugs, or its metabolites and biomarkers in its biological samples. The steps involved in bioanalysis comprise of many
steps that are from sample collection to sample analysis and then data reporting. The first step involves sample collection from clinical
or preclinical studies. After that, the analysis of the sample is done in the laboratory. The second step involves the sample cleanup
the cleanup process should be carried out carefully to eliminate the interferences present in the sample matrix. And it increases the
performance of the analytical system. The last step involves sample analysis and detection of a separated compound and detection
techniques used are HPLC and Liquid chromatography coupled with double mass spectrometry (LCMS-MS) and are used in the
bioanalysis of drugs in the body. Each one of these has its advantage and disadvantage. For bioanalysis of small or large molecules,
the Chromatographic methods used are HPLC, and Gas Chromatography with LC/MS/MS. The review focuses on an overview of the
bioanalytical method, development, validation, and the quality of sample preparations.
Keywords: Bioanalytical method, quantitative applications, HPLC, UPLC, LC/MS/MS.
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INTRODUCTION

B

ioanalytical methods are necessary for the
measurement of drug concentration and their
metabolites in a biological matrix (urine, plasma,
saliva, serum, etc.). It is an essential aspect of the
progression of a medicinal product. The concentration of
biological matrix can be determined by using
chromatographic devices, e.g. HPLC (High Performance
Liquid Chromatography), LC-MS, etc. Bioanalysis is
important in the study of pharmacokinetics,
pharmacodynamics, and toxicological evaluation during
drug development. The bioanalytical process not only
measures small molecules like drugs and metabolites but
it also measures large molecules like proteins and
peptides. The bioanalytical process is also important in
many research areas such as doping control, forensic
analysis, and identification of biomarkers for investigative
of many diseases. Bioanalytical method validation has an
essential role in the Quantitative determination of several
types of Analytes in biological matrices and physiological
matrices, and this technique can also be useful for human
clinical pharmacology and non-human studies. The studies
were carried out to determine the results of clinical trials
and toxicokinetic including bioequivalence to create

critical conclusions supporting the safety and efficacy of a
medicinal drug substance or product. Therefore, the
practical bioanalytical methods used must be well
characterized, completely validated, and documented to
reliable results. For analysis of many drugs the technique
used can be HPLC or LC/MS/MS. The cost-effective
technique of HPLC linked with UV (Ultraviolet), PDA (Photo
Diod Array), fluorescence detectors are useful for the
identification of many drugs and metabolites but its
sensitivity over LC/MS/MS is low. Therefore, a rapid,
simple, with high sensitivity and selectivity technique of
LC/MS/MS is used for the identification of analytes and
impurities. In a large number of laboratories, the
LC/MS/MS is practice used for quantitative and qualitative
analysis and in many diverse ways. 1-4
Method Development:
The bioanalytical technique development describes the
design, limitation, effective conditions, and suitability of
the process for its intended determination and to confirm
that the system is optimized for validation.
Steps involved in method development:
1.

Method selection and complete information of
the sample:

The first step to be done is a literature survey and
collection of all the necessary information on drug profile
and the pharmacokinetic and physicochemical properties
of analytes and the interrelated compounds. And the
choice of the internal standard in LC-MS/MS is through
chemical structure and chemical properties of analyte and
it must be similar. During the selection of internal
standard, there must be the same molecule having
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different isotopes like deuterium C13 and N15 in LC-MS/MS.
Today in many laboratories the LC-MS/MS has been
replaced by HPLC-UV.
2.

Selection of initial method conditions:

The setting of initial methods includes diluent selection
depending on drug solubility, internal standard and drug
metabolites, and comparability with the analytical
method. Using the aqueous solution the analyte is
quantified and is the lowest concentration. Resolution and
run time between the peaks must be taken attention
during this phase.
3.

Analyzing the analytical method in aqueous
standards:

Before working towards a method in a biological matrix,
the aqueous standard of the bioanalytical method is
checked first and then the calibration curve is plotted for
aqueous standard with a least of four concentrations with
lowest and highest. The highest standard concentration
will depend on Cmax and the lowest standard concentration
shall depend on a preliminary study. The correlation
coefficient can be determined by injection of every single
calibration curve standard and the range should not
exceed more than 0.99.
4.

Development and optimization of sample
processing method:

The instrument parameters must be checked with the
aqueous standards to ensure that it remains stable during
validation, prepare a matrix sample. For method
development the detailed study through a literature
survey is done for Analyte, physicochemical properties,
and internal standards, to set and optimize the
bioanalytical technique.
5.

Analyzing the analytical method in the biological
matrix:

When there are less recovery and reproducibility in the
technique of liquid-liquid extraction, then the preferred
technique is solid-phase extraction to enhance sensitivity,
precision, recovery and low interference, and established
bioanalytical method is checked for matrix samples for
accuracy, precision and recovery and is important before
confirming the process for pre-validation. At least 3
aliquots of matrix samples of each Lower Quality Control,
Higher Quality Control and Lower Limit of Quantification
(LLOQ) are analyzed with one set of the extracted
calibration curve standards counting matrix blank and zero
standard (blank with only internal standard) and the
results shall be compared for the recovery with aqueous
quality control (QC) samples of the equivalent
concentration.
6.

Pre-validation:

When the process of this validation is analyzed to be
reliable, formulate a complete procedure for sample
preparation with complete details, contributory
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conditions, and method conditions, to continue for prevalidation. 3, 5, 6.
Methods used for Sample preparation
Before the start of the analysis, the cleanup of the sample
(sample preparation) must be done. Sample preparation is
an essential portion of the analysis. The purpose of sample
preparation is to produce an interference-free sample
aliquot.
Liquid-Liquid Extraction (LLE)
For aqueous and biological sample preparation LLE
technique is most widely used. This technique is used to
isolate analytes from interferences by partitioning the
analytes between two immiscible phases (aqueous and
organic). Based on the partition coefficient the analyte
mixture gets separated in two immiscible solvents. Today
the advanced and developed techniques of LLE have
replaced traditional LLE. The advanced technique of LLE
includes liquid-phase microextraction (LPME), support
membrane extraction (SME), and single drop- liquid-phase
microextraction (DLPME). From the biological sample, the
basic and acidic drugs can be extracted with more
extraction efficiency. LLE process is useful especially to
remove salts but it utilizes more time and is of the
environmental cost, is due to toxic solvents are used are in
excess. And in numerous cases, the analyte with a different
polarity like drug + metabolites is not fit for required
extraction from the same sample.3, 6, 7
Solid Phase Extraction (SPE)
The SPE is the best and popular technique in drug analysis
designed with high efficiency, reproducibility, and costeffective and its principle involves the partitioning of the
analytes between two phases. It is mostly used to separate
analytes of interest from a solution by sorption on a variety
of sample matrices. By use of an appropriate solvent the
analyte is either strongly retained (K>>1) or un-retained
(K=0) on the stationary phase and the retention is based
upon the affinity of the analyte on the stationary phase.
And after the desired Analyte gets retained, interferences
are washed from the cartridge and that results in the
analyte-free from interferences. The cartridge type is still
most popular and uses a sorbent of 50-200mg to separate
essential Analytes from a complex matrix. In recent year
new designs of SPE is also available such as µSPE and flat
disks 3,10,11.
SPE TYPES
1. Reversed-phase:
Here polar or moderately polar sample matrix (mobile
phase) includes mid- non-polar Analytes using non-polar
sorbent (stationary phase). Carbon-based media are used
for packing in the reversed-phase such as C4, C8, C18, and
phenyl bonded. The reversed-phase consists of polymerbased sorbents. In which it involves the conditioning of
organic solvent (e.g. methanol) with aqueous solvent (e.g.
water).
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2. Normal phase:

Bioanalytical Method Validation

Here polar Analytes in non-polar matrices using polar
sorbents. The commonly used polar sorbent include Silica,
amino, and alumina as a base of all bonded phase. In this
phase, the packing that may needs conditioning with a
non-polar solvent with subsequent elution of compound is
carried with polar solvents. And components like basic pH
and functional groups are bonded by silica. However, polar
material is irreversibly bonded on a silica surface, and in
this case, amino may be used.

The validation of a method is a part of GLP (Good
Laboratory Practice) study and it confirms the quality of
the analytical technique.

3. Ion exchange
Ion- exchange retains charged compounds or removes
ionic interferences. The retention mechanism of anions
and cations are mainly on resin by exchanging the
anion/cation in the sample. These resins are generally
silica-based packing and it has a stable pH range and it
loses exchange capacity with increasing organic solvent
content in the sample .6, 8,10

Types of method validation
Full validation
It is important when the bioanalytical method is advanced
and implemented for the first time. And it must be for a
new drug entity. And it is essential for revised assay if
metabolites are added to an existing assay for
quantification.
Partial validation
It’s a reform of previously validated bioanalytical
procedures. The changes required for reform of typical
bioanalytical methods are:
✓

Transfer of Bioanalytical
laboratories or analysts

✓

The analytical method can be changed

✓

The matrix within species can be changed

✓

Sample processing procedures can be changed

✓

Species within matrix

✓

Relevant concentration range can be changed

✓

Instruments platform can be changed

Table 1: Evaluation of sample techniques
Parameter

PPT

LLE

SPE

Workability

Less

More

More

Selectivity

Bad

Good

V. good

Ion
suppression

High

Low

Low

Automation

Low

Low

High

Analyte
suitability

Hydrophilic

Lipophilic

Hydrophilic
and
lipophilic

Cost
requirement

Less

More

More

4. Protein Precipitation (PPT)
It is a simple extraction process compared to LLE and SPE.
Protein precipitations are mainly for high analyte
concentration. Proteins are precipitated out by the
addition of a required amount of a water-miscible organic
modifier (acetonitrile, acetone or methanol), and in many
procedures the salts of (aluminum chloride), metal ions
(zinc sulfate) or by use of different pH range which impact
the solubility of the protein (acid such as trichloroacetic,
perchloric, metaphosphoric and tungstic). The advantage
of this precipitation is that it can eliminate undesirable
plasma protein from plasma fluid as a cleanup technique
compared to SPE. The requirement of organic modifier and
other solvent is in a smaller amount, it is less timeconsuming. And it needs a lower temperature to touch
greater purification. And for the hydrophilic and
hydrophobic compounds, a simple extraction method can
be applied but in certain cases, the PPT can be followed by
LLE and SPE for greater efficiency 6, 9,12.

method

between

Cross-validation
It involves a judgment of validation parameters to create
documents within the same study or across different
studies when more than two bioanalytical techniques are
used. For example, cross-validation would be done by
reference methods with the revised bioanalytical method,
the judgment must be done in both ways. 6, 12,
Parameters for method validation:
a) Selectivity:
The analytical method can measure and differentiate
the analyte in the presence of other components in
the sample. This could include metabolites, impurities,
degrades, which may be expected to be present
matrix components. Analysis of blank samples of the
appropriate biological matrix (plasma, urine, or other
matrices) should be obtained at least six sources.
All blank samples should be tested for interference
and selectivity should be ensured at the lower limit of
quantification (LLOQ).
b) Sensitivity:
Sensitivity is measured utilizing the Lower Limit of
Quantification (LLOQ) is the lowest concentration of
the standard curve that can be measured with
acceptable accuracy and precision.
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c)

Calibration curve:
The simplest model must be used to define the
relationship between the experimental response
value and a known concentration of the standard
curve and it can be measured with acceptable
accuracy and precision. A calibration curve must be
prepared by spiking the matrix with a known
concentration of the analyte in the same biological
matrix. And this sample study may involve more than
one analyte. In case that matrix may be difficult to
obtain, in such cases appropriate calibration matrix
must be selected and then a comparison of obtained
response must be done from both matrix. The
concentration of standards must be selected based on
the concentration range estimated in a particular
study. A calibration curve should contain a blank
sample (matrix sample processed without internal
standard), a zero sample (matrix sample with internal
standard), and 5-9 non-zero samples covering the
expected range, including the LLOQ.

coefficient of variation (CV). And acceptable deviation
for LOQ is 20%.
g) Matrix effect:
There may be problems brought by any ion
suppression or enhancement of ionization of Analytes
by the effect of matrix components in the biological
samples that may result in an increase or decrease in
analyte response. To determine each analyte and the
IS, the matrix factor must be quantitatively measured
for each different matrix lots, by calculating the ratio
of the Analyte peak area with matrix (determined by
studying blank matrix spiked after extraction with
Analyte), to the peak area without matrix (analyte
solution is pure). The stable isotope-labeled IS
normalized Matrix factor is calculated by dividing the
Matrix factor of the Analyte by the Matrix factor of the
IS. The Coefficient of variation of the IS-normalized
matrix factor measured using 6 different matrix lots
and it should not be more than 15%. At low and at high
concentration levels it must be done for a maximum
of 3 times the LLOQ and close to the ULOQ (Upper
Limit of Quantification).

d) Recovery:
The recovery of an Analyte in an assay is the detector
response obtained from an amount of the Analyte
added to and extracted from the biological matrix,
compared to the detector response found for the true
concentration of the pure authentic standard.

h) Stability:
The stability of Analyte in a biological fluid is a function
to ensure that every step was taken during the storage
of analytes, chemical properties of the drug,
matrix/solution in which it is stored, and the container
system does not affect the concentration of Analyte.
The stability procedure must be ensured at every step
to evaluate the stability of the Analytes during sample
preparation, sample analysis, sample collection, and
handling, after long-term (Store at the freezing
storage temperature) and for short term stability (it is
at room temperature, benchtop) storage, and after
process through freeze and thaw cycles and the
analytical process do not affect the concentration of
analytes. Conditions used in the stability experiment
must reflect conditions likely to be met during actual
sample handling and analysis. The method must also
comprise an evaluation of analyte stability in stock
solution.

Recovery pertains to the extraction efficiency of an
analytical method within the limit of variability.
Recovery of the Analyte need not be 100%, but the
level of recovery of an Analyte and the internal
standard should be consistent, precise, and
reproducible. Recovery experiments should be done
by comparing the analytical results for extracted
samples at three concentrations (low, medium, and
high) with un-extracted standards that represent
100% recovery.
e)

Accuracy:
The accuracy of an analytical method describes the
closeness of mean test results obtained by the method
to the true value (nominal concentration) of the
Analyte. Accuracy must be measured using a
minimum of five determinations per concentration. A
minimum of three concentrations in the range of
expected concentrations is recommended. The mean
value must be within 15% of the actual value except at
LLOQ, where it should not deviate by more than 20%.
The accuracy is a measure to determine the deviation
of the mean from the true value.

f)

Precision:
The precision is the closeness of individual measures
of an Analyte (i.e. degree of scattering) among a series
of measurements obtained from multiple aliquots of
the same homogenous sample under the prescribed
conditions. The acceptance criteria for precision at
each concentration level must not exceed 15% of the
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i)

Ruggedness:
It needs to be done to check the susceptibility of a
method by using a different instrument and column of
the same dimension and same make and material.
And it can be supportive during the method
development/pre-validation phase. During one of the
precision and accuracy batch, it can be evaluated by
injecting using a different column. Also, the precision
and accuracy batch should be processed by the
different analysts (person) to evaluate the ruggedness
of the extraction method 6, 11,13, 14, 15, 16
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Quantitative Applications of Bioanalytical Method
Table 2: Applications of LC-MS/MS in drugs by analysis utilizing different sample preparation techniques.
Sr.No.

Drug

Matrix

Sample
preparation
LLE

5 ng/ml

17

Nucleoden C18 (250 mm × 4.6
mm × 5 µm)
Zorbax C18 (50 mm ×2.1 mm,1.8
µm)
LichroCART purospher star pre
column C18 (55 mm × 4mm,3 µm)
Hypersil BDS C18 HPLC (100 mm
× 4.6mm,5 µm)
Acquity UPLC HSS T3 Analytical
column (150 mm × 2.1 mm,1.8
µm)
Cadenza CW-C18 (2.0 mm × 75
mm,3 µm)

PPT

3.18 ng/ml

18

Ref.

PPT

10 ng/ml

19

PPT and LLE

0.1 µg/ml

20

PPT

1 ng/ml

21

PPT

5 ng/ml

22

PPT

23

LLE

50 ng/ml, 5 ng/ml
for Tegoprazan
and
M1,
respectively
5.0 ng/ml

SPE

3.0 ng/ml

25

PPT

1 ng/ml

26

PPT

10 ng/ml

27

SPE

0.2 µg/ml

28

LLE

5.0 pg/ml

29

SPE

2.0 ng/ml

30

SPE

31

Dapoxetine

2

Fisetin

3

Chlorogenic acid

4

Rufinamide

5

Bepridil

6

Paromomycin

Human
plasma

7

Tegoprazan and its
major metabolite M1

Dog plasma

8

Motesanib

Rat plasma

9

Erdafitinib

10
11

Niraparib
and
metabolite M1
Pantoprazole

12

Irbesartan

Human
plasma
Human
plasma
Human
plasma
Rat plasma

13

Cabozantinib

14

Erlotinib and Tamoxifen

Human
plasma
Rat plasma

15

Niacin and Nicotinuric
acid

Human
plasma

Acquity UPLC BEH C18 column
(100 mm × 2.1 mm,1.7 µm)
Eclipse plus C18 column (3.0 mm×
150 mm,5 µm)
SunFire C18 column (50 mm × 2.1
mm,5 µm)
Zorbax SB-C18 column (4.6 mm ×
75 mm,3.5 µm)
Hypersil Gold C18 column (4.6
mm × 250 mm,5 µm)
Xbridge C18 (50 mm × 4.6 mm,5
µm)
Acquity UPLC BEH C18 column
(100 mm × 1.0 mm,1.7 µm)
Phenomenex Gemini NX (100
mm × 4.6 mm,5 µm)

16

Lansoprazole
Rizatriptan

LLE

50 ng/ml

33

18

Dapagliflozin
saxagliptin
Metformin

Thermo hypurity advance (50
mm × 4.6 mm,5 µm)
ACE C18 column (150 mm × 4.6
mm,3 µm)
Zorbax C18 (50 mm × 4.6 mm,5
µm)

SPE

17

Human
plasma
Human
plasma
Human
plasma

10.068 ng/ml and
10.157 ng/ml for
(NIC) and (NIA),
respectively
4.50 ng/ml

LLE

34

19

Mirabegron and its
metabolites
Venlafaxine and its 5
metabolites

Human
plasma
Rat plasma

SPE or LLE

21

Rapamycin

PPT

2.3 ng/ml

37

22

Milnacipran

Rabbit
plasma
Rat plasma

LLE

1 ng/ml

38

23

Trifluridine with its
metabolites
and
Tipiracil

Inertsil C8 -3 (50 mm × 2.1 mm, 3
µm)
Agilent SB-phenyl (50 mm × 4.6
mm, 3.5 µm)
Reverse phase C8 xterra (50 mm
× 4.6 mm,5 µm)
Zorbax SB – CN (75 mm × 4.6
mm,3.5 µm)
Fused silica capillary (650 mm ×
550 mm,50 µm)

5 ng/ml, 2 ng/ml
and 10 ng/ml for
DAP, SAX, and
MET respectively
0.5 ng/ml -1
ng/ml
0.2 ng/ml – 15
ng/ml

PPT

100 ng/ml
200 ng/ml

39

Human
plasma
Mouse
plasma
Rat plasma

its

or
with

Rat plasma

ACE C8 (50 mm × 4.6 mm × 5 µm)

LLOQ

1

20

Human
plasma
Rat plasma

LC column

LLE

24

32

35
36
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24

Maraviroc

25

Cefpodoxime

26

Cefdinir

27

28

Bupropion,
hydroxybupropion,
erythrohydrobupropion
and
threohydrobupropion
Mematine

29

Metaxalone

30
31

Ramipril
and
hydrochlorothiazide
Lorcasarin

32

Ciprofloxacin HCl

33

Sugammadex

34
35

Imatinib, voriconazole,
and their metabolites
Amphotericin B

36

Deoxyelephantopin

Rat plasma

37

Canagliflozin

38

Temozolomide

39
40

Rosuvastalin
Irbesartan
Ibuprofen

Human
plasma
Human
plasma
Rat human

41

Talazoparib

42

Ulifloxacin, fenbufen,
and felbinac
Bedaquiline

43

and
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Human
plasma
Rabbit
plasma
Human
plasma
Human
plasma

Waters BEH C8 (50 mm × 2.1
mm,1.7 µm)
RP C18 phenomenax 100 (250
mm × 4.6mm,5 µm)
RP C18 waters symmetry shield
column (50 mm × 2.1 mm,5 µm)
Chiralpak α1 acid glycoprotein
(AGP) column (100 mm × 2.0
mm,5 µm)

PPT

0.5 ng/ml

40

LLE

0.5 µg/ml

41

PPT

5 ng/ml

42

PPT

0.5-2 ng/ml

43

Human
plasma
Human
plasma
Human
plasma
Human
plasma
Human
plasma
Human
plasma
Rat plasma

Zorbax SB-C18 (7.5 mm × 4.6
mm,3.5 µm)
RP C18 chromalopak peerless
basic (50mm × 4.6 mm,3.0 µm)
Enable C18 G column ( 150 mm ×
4.6 mm,5 µm)
Phenomenex luna C18 (250 mm ×
4.6 mm,5 µm)
Phenomenex C18 column (4.6
mm,3.5 µm)
Polaris C18-A PEEK analytical
column (50 mm × 4.6 mm,5 µm)
Acquity UPLC BEH C18 column (50
mm × 2.1 mm,1.7 µm)
Hypersil gold column (50 mm ×
2.1 mm,1.9 µm)

LLE

50 ng/ml

44

LLE

25.19 ng/ml

45

LLE

2 ng/ml

46

SPE

500 ng/ml

47

LLE

0.5 µg/ml

48

SPE

0.1 µg/ml

49

PPT

5 ng/ml

50

PPT

0.125 mg/ml

51

Agela-C18 analytical column (50
mm × 2.1 mm,1.8 µm)
Zodiac C18 (100 mm × 4.6 mm,5
µm)
Kinetex C18 column (100 mm ×
2.1 mm,2.1 µm)
Agilent eclipse plus ODS (100 mm
× 4.6 mm,3 µm)
XDB-C18 column agilent (50 mm ×
4.6 mm,1.8 µm)
Acquity BEH C18 (50 mm × 2.1
mm,1.7 µm)
Kinetex EVO C18 (100 × 4.6 mm,
2.6 µm)
RP C18 column (100 × 4.6 mm)

LLE

13.2 ng/ml

52

SPE

10.3 ng/ml

53

PPT,SPE,LL
E
PPT

10 ng/ml

54

1 ng/ml

55

PPT

0.15 µg/ml

56

PPT

0.5 ng/ml

57

SPE

0.05 -0.5 µg/ml

58

PPT

3.9 ng/mL

59

Human
plasma

Human
plasma
Rat plasma
Rat plasma
Rat plasma

DISCUSSION

CONCLUSION

The major bioanalytical technique is an attempt to
understand and explain the bioanalytical studies using a
systematic approach starting with information gathering,
followed by method development and systematic
validation from a basic point of view for determining
selectivity, sensitivity, calibration curve, recovery, accuracy,
precision, matrix effect, stability, the ruggedness of
chromatographic method to support pharmacokinetic,
toxicokinetic, bioavailability and bioequivalence studies.
Also, various essential sample preparation techniques are
discussed in bioanalysis by using a detection techniques
HPLC, LC/MS/MS, UPLC (Ultra Performance Liquid
Chromatography).

In this review, the recent concepts and new progress which
has beeen made in many areas comprising various sample
preparation tools and separation is covered. The widest use
of sample preparation technique is SPE and LLE. Large
progression has been included in SPE technology such as
new SPE format and selection sorbents. This review has
focused on LC-MS/MS and promptly used the technique of
high-quality for bioanalysis of small molecules. New ideas
and relatively new technology are also covered in this
review article that can be used to advance LC-MS/MS.

International Journal of Pharmaceutical Sciences Review and Research
Available online at www.globalresearchonline.net
©Copyright protected. Unauthorised republication, reproduction, distribution, dissemination and copying of this document in whole or in part is strictly prohibited.

129

Int. J. Pharm. Sci. Rev. Res., 75(1), July - August 2022; Article No. 22, Pages: 124-132

REFERENCES
[1] Sharma, S.; Goyal, S.; Chauhan, K. A review on analytical
method development and validation: Int J Appl Pharm., 2018; 10:
8–15.
[2] Smith, G. European medicines agency guideline on
bioanalytical method validation: Bioanalysis. 2012;4:865–8.
[3] Devanshu, S.; Rahul, M.; Annu, G.; Kishan, S.; Anroop, N.
Quantitative Bioanalysis by LC-MS/MS: A Review. J Pharm Biomed
Sci. 2010;7(01):3-7. Available from: www.jpbms.info
[4] Whitmire, M.; Ammerman, J.; Lisio, P de. LC-MS/MS Bioanalysis
Method Development, Validation, and Sample Analysis: Points to
Consider When Conducting Nonclinical and Clinical Studies in
Accordance with Current Regulatory Guidances. J Anal Bioanal
Tech. 2011; 1:1–10.
[5] Komal, Arora.; Gangadharappa, H V. UPASS-WINTER-2015.pdf.
2016; 7:2291–301.
[6] FDA C, Services USD of H and H, FDA F and DA, Food and Drug
Administration, Administration F and D. Guidance for Industry:
Bioanalytical Method Validation. US Department of Health and
Human Services. Food and Drug Administration, Center for Drug
Evaluation and Research (CDER), Center for Veterinary Medicine
(CV). 2001;34.
[7] Singh, S. World Journal of Pharmaceutical Research. Age
(Omaha). 2015;20(December):60
[8] Ravi Sankar P., Sai Geethika A., Rachana G., Srinivasa Babu P.,
Bhargavi J. Bioanalytical method validation: A comprehensive
review. Int J Pharm Sci Rev Res. 2019; 56(1):50–58. Available from:
http://www.embase.com/search/results?subaction=viewrecord&
from=export&id=L2002112741
[9] Kamalraj, R.; Devdass, G; Rajalakshimi, V.; Jaganathan, N.
Bioanalytical method development models and validation for drug
and its metabolite by using LCMS/MS: An Review. J Pharm Res
[Internet]. 2015;5:377–80.
[10] Vaghela, A.; Patel, A.; Vyas, A.; Patel, N. Sample Preparation
In Bioanalysis : A Review. 2016; 5: 6–10.
[11] González, O.; Alonso, RM. Validation of bioanalytical
chromatographic methods for the quantification of drugs in
biological fluids. Handb Anal Sep. 2020; 7:115–34.
[12] Sentellas, S.; Saurina, J.; Núñez, O. Solid-phase extraction in
bioanalytical applications. Solid-Phase Extr. 2019; 673–98.
[13] Rogatsky, E.; Stein, D.; Toxicology, F.; Workplace, F.; Testing,
D.; Toxicology, PF.; et al. Bioanalytical Method Validation
Guidance. J Chromatogr B Anal Technol Biomed Life Sci [Internet].
2017;1043(May): 25.
[14] Tiwari, G.; Tiwari, R. Bioanalytical method validation: An
updated review. Pharm Methods. 2010; 1:25.
[15] V Sonawane, L. Bioanalytical Method Validation and Its
Pharmaceutical Application- A Review. Pharm Anal Acta. 5,
2014.Wal P, Bhandari A, Rai a K. Bioanalytical method
development – determination of drugs in biological fluids. J Pharm
Sci Technol. 2010;2:333–47.
[16] Kalakuntla, RR.; Kumar, KS. Bioanalytical method validation: A
quality assurance auditor view point. J Pharm Sci Res. 2009; 1: 1–
10,
[17] Said, R.; Arafat, B.; Arafat, T. High performance liquid
chromatography – Mass spectrometric bioanalytical method for

ISSN 0976 – 044X

the determination of dapoxetine in human plasma: Application for
bioequivalence study. J Chromatogr B Anal Technol Biomed Life Sci
[Internet].
2020;
1149(January).
Available
from:
https://doi.org/10.1016/j.jchromb.2020.122154
[18] Kumar, R.; Kumar, R.; Khursheed, R.; Awasthi, A.; Khurana, N.;
Singh, SK.; et al. Development and validation of RP-HPLC method
for estimation of fisetin in rat plasma. South African J Bot. 2020;
1–6.
[19] Yang, F.; Shen, L.; Zhang, C.; Gao, J.; Li, Y. Journal of
Pharmaceutical and Biomedical Analysis Development of an LCMS / MS method for quantitative analysis of Chlorogenic acid in
human plasma and its application to a pharmacokinetic study in
Chinese patients with advanced solid tumor. J Pharm Biomed Anal
[Internet].
2020;
177:
112809.
Available
from:
https://doi.org/10.1016/j.jpba.2019.112809
[20] Meirinho, S.; Rodrigues, M.; Fortuna, A.; Falcão, A.; Alves, G.
Novel bioanalytical method for the quantification of rufinamide in
mouse plasma and tissues using HPLC-UV: A tool to support
pharmacokinetic studies. J Chromatogr B Anal Technol Biomed Life
Sci [Internet]. 2019; 1124(January): 340–8. Available from:
https://doi.org/10.1016/j.jchromb.2019.06.021
[21] Patel, BD.; Palakundam, N.; Alamanda, R.; Gadekar, AR.; Raje,
AA.; Ameta, R. A simple and sensitive LC-MS/MS method for
quantification of Bepridil in rat plasma and its application to
pharmacokinetic studies. J Pharm Biomed Anal [Internet]. 2019;
172:
113–9.
Available
from:
https://doi.org/10.1016/j.jpba.2019.04.038
[22] Roseboom, IC.; Thijssen, B.; Rosing, H.; Mbui, J.; Beijnen, JH.;
Dorlo, TPC. Highly sensitive UPLC-MS/MS method for the
quantification of paromomycin in human plasma. J Pharm Biomed
Anal
[Internet].
2020;
185.
Available
from:
https://doi.org/10.1016/j.jpba.2020.113245
[23] Kim, J.; Kim, S.; Noh, HJ.; Ryu, SY.; Kim, SJ. Simultaneous
quantification of tegoprazan and its major metabolite M1 in dog
plasma using liquid chromatography-tandem mass spectrometry.
J Pharm Biomed Anal [Internet]. 2019; 171: 99–103. Available
from: https://doi.org/10.1016/j.jpba.2019.03.045
[24] Ezzeldin, E.; Iqbal, M.; Al-Salahi, R.; El-Nahhas, T.
Development and validation of a UPLC-MS/MS method for
determination of motesanib in plasma: Application to metabolic
stability and pharmacokinetic studies in rats. J Pharm Biomed Anal
[Internet].
2019;166:
244–51.
Available
from:
https://doi.org/10.1016/j.jpba.2019.01.023
[25] Elawady, T.; Khedr, A.; El-Enany, N.; Belal, F. LC-MS/MS
determination of erdafitinib in human plasma after SPE:
Investigation of the method greenness. Microchem J [Internet].
2020; 154(December 2019): 104555. Available from:
https://doi.org/10.1016/j.microc.2019.104555
[26] van Andel, L.; Zhang, Z.; Lu, S.; Kansra, V.; Agarwal, S.; Hughes,
L.; et al. Liquid chromatography-tandem mass spectrometry assay
for the quantification of niraparib and its metabolite M1 in human
plasma and urine. J Chromatogr B Anal Technol Biomed Life Sci.
2017; 14–21.
[27] Challa, BR.; Boddu, SHS.; Awen, BZ.; Chandu, BR.; Bannoth,
CK.; Khagga, M;. et al. Development and validation of a Sensitive
bioanalytical method for the quantitative estimation of
Pantoprazole in human plasma samples by LC-MS/MS: Application
to bioequivalence study. J Chromatogr B Anal Technol Biomed Life
Sci [Internet]. 2010;878: 1499–505. Available from:
http://dx.doi.org/10.1016/j.jchromb.2010.03.049

International Journal of Pharmaceutical Sciences Review and Research
Available online at www.globalresearchonline.net
©Copyright protected. Unauthorised republication, reproduction, distribution, dissemination and copying of this document in whole or in part is strictly prohibited.

130

Int. J. Pharm. Sci. Rev. Res., 75(1), July - August 2022; Article No. 22, Pages: 124-132
[28] Haneef, J.; Gulati, M.; Chadha, R. Development of green
bioanalytical hplc method for estimation of irbesartan in rat
plasma: Towards greener chromatographic science. Sustain Chem
Pharm [Internet]. 2018; 10(October): 84–8. Available from:
https://doi.org/10.1016/j.scp.2018.10.004
[29] Inturi, S.; Avula, PR. Sensitive bioanalytical method
development and validation of cabozantinib in human plasma by
LC-ESI-MS / MS. 2018; 1–9.
[30] Maher, HM.; Alzoman, NZ.; Shehata, SM. Simultaneous
determination of erlotinib and tamoxifen in rat plasma using UPLC
– MS / MS : Application to pharmacokinetic interaction studies. J
Chromatogr B [Internet]. 2016; 100–10. Available from:
http://dx.doi.org/10.1016/j.jchromb.2016.05.033
[31] Roy, B.; Singh, B.; Rizal, A.; Malik, CP. Bioanalytical Method
Development and Validation of Niacin and Nicotinuric Acid in
Human Plasma by LC-MS / MS. 2014; 6: 206–13.
[32] Kachave, RN.; Kale, M.; Wagh, RD. Development and
Validation of an LC-MS / MS Method to Determine Lansoprazole
in Human Plasma Development and Validation of an LC-MS / MS
Method to Determine Lansoprazole in Human Plasma.
2015;(September).
[33] Velusamy, S.; Muralidhar, V. Bioanalytical method
development and validation of rizatriptan in human plasma using
LC e MS / MS method. Int J Chem Anal Sci [Internet]. 2013; 4(2):
108–14.
Available
from:
http://dx.doi.org/10.1016/j.ijcas.2013.03.009
[34] El-Zaher, AA.; Hashem, HA.; Elkady, EF.; Allam, MA. A
validated LC-MS / MS bioanalytical method for the simultaneous
determination of dapagliflozin or saxagliptin with metformin in
human plasma. Microchem J [Internet]. 2019; 149: 104017.
Available from: https://doi.org/10.1016/j.microc.2019.104017
[35] Teijlingen R, Van.; Meijer, J.; Takusagawa, S.; Gelderen M,
Van.; Beld C Van, Den. Development and validation of LC-MS / MS
methods for the determination of mirabegron and its metabolites
in human plasma and their application to a clinical
pharmacokinetic study. J Chromatogr B [Internet]. 2012; 102–11.
Available from: http://dx.doi.org/10.1016/j.jchromb.2012.01.018
[36] Gu, G.; Black, M.; Cookson, C.; Fiorella, A.; Li, Y.; Gorman, SH.;
et al. Validation of an LC-MS / MS method for simultaneous
quantification of venlafaxine and its five metabolites in rat plasma
and its application in a pharmacokinetic study. J Chromatogr B
[Internet].
2018;29–35.
Available
from:
https://doi.org/10.1016/j.jchromb.2018.04.033
[37] Earla, R.; Cholkar, K.; Gunda, S.; Earla, RL.; Mitra, AK.
Bioanalytical method validation of rapamycin in the ocular matrix
by QTRAP LC-MS / MS : Application to rabbit anterior tissue
distribution by topical administration of rapamycin nanomicellar
formulation. J Chromatography [Internet]. 2012; 908: 76–86.
Available from: http://dx.doi.org/10.1016/j.jchromb.2012.09.014
[38] Kanala, K.; Hwisa, NT.; Rao, B.; Katakam, P.; Khagga, M.;
Challa, BR.; et al. Bioanalytical method development and
validation of milnacipran in rat plasma by LC-MS / MS detection
and its application to a pharmacokinetic study. J Pharm Anal
[Internet].
2013;
3:
481–8.
Available
from:
http://dx.doi.org/10.1016/j.jpha.2013.03.009
[39] Hefnawy, M.; Alzamil, A.; Abuelizz, H.; AlShehri, M. New
bioanalytical microemulsion Electrokinetic chromatography
method for the simultaneous determination of Trifluridine with its
metabolites and Tipiracil in rat plasma: Application to

ISSN 0976 – 044X

pharmacokinetic studies. Saudi Pharm J [Internet]. 2019; 27:
1075–84.
Available
from:
https://doi.org/10.1016/j.jsps.2019.09.004
[40] Emory, JF.; Seserko, LA.; Marzinke, MA. Development and
bioanalytical validation of a liquid chromatographic-tandem mass
spectrometric (LC-MS/MS) method for the quantification of the
CCR5 antagonist maraviroc in human plasma. Clin Chim Acta
[Internet].
2014;
431:198–205.
Available
from:
http://dx.doi.org/10.1016/j.cca.2014.02.008
[41] Mujtaba, A.; Kohli, K. Validated HPLC method for the
pharmacokinetic study of oral extended-release cefpodoxime
proxetil chitosan–alginate beads in rabbits. Int J Biol Macromol
[Internet].
2017;
98:
111–6.
Available
from:
http://dx.doi.org/10.1016/j.ijbiomac.2017.01.099
[42]. Chen, Z jing.; Zhang, J.; Yu, J cheng.; Cao, Gying.; WuXjie, Shi,
Y guo. Selective method for the determination of cefdinir in
human plasma using liquid chromatography-electrospray
ionization tandem mass spectrometry. J Chromatogr B Anal
Technol Biomed Life Sci. 2006; 834: 163–9.
[43] Teitelbaum, AM.; Flaker, AM.; Kharasch, ED. Development
and validation of a high-throughput stereoselective LC-MS/MS
assay for bupropion, hydroxybupropion, erythrohydrobupropion,
and threohydrobupropion in human plasma. J Chromatogr B Anal
Technol Biomed Life Sci [Internet]. 2016; 1017–1018: 101–13.
Available from: http://dx.doi.org/10.1016/j.jchromb.2016.02.032
[44] Konda, RK.; Challa, BR.; Chandu, BR.; Chandrasekhar, KB.
Bioanalytical method development and validation of memantine
in human plasma by high-performance liquid chromatography
with tandem mass spectrometry: Application to a bioequivalence
study. J Anal Methods Chem. 2012; 1.
[45] Soni, NR.; Patel, MB. Bioanalytical Method Development and
Validation of Metaxalone in Human Plasma by LC-MS / MS. 2015;
4: 100–8.
[46] Patel, JR.; Pethani, TM.; Vachhani, AN.; Sheth, NR.;
Dudhrejiya, A V. Development and validation of a bioanalytical
method for simultaneous estimation of ramipril and
hydrochlorothiazide
in
human
plasma
using
liquid
chromatography-tandem mass spectrometry. J Chromatogr B
[Internet].
2014;
53–9.
Available
from:
http://dx.doi.org/10.1016/j.jchromb.2014.08.023
[47] Rajput, SJ.; Sathe, MA.; Patel, SD. Development and validation
of an HPLC-based bioanalytical method for lorcaserin using solidphase extraction and application to a pharmacokinetic study in
rats. Indian J Pharm Sci. 2018; 80: 235–41.
[48] Tamilselvi, N.; Sinha, H.; Visakh, D.; Vanathi, P. Bio-analytical
method development and validation for the estimation of
Clotrimazole in human plasma by RP-HPLC method. Res J Pharm
Technol. 2016; 9: 671.
[49] De, Zwart MAH,; ten Bruggencate-Broeders, J.; van Hal, HJM.;
Megens, RHJJJ.; Frasa, HWLH. Determination of sugammadex in
human plasma, urine, and dialysate using a high-performance
liquid chromatography/tandem mass spectrometry assay. J
Chromatogr B Anal Technol Biomed Life Sci [Internet]. 2011; 879:
1573–86.
Available
from:
http://dx.doi.org/10.1016/j.jchromb.2011.03.050
[50] Xu, R ai.; Lin, Q.; Qiu, X.; Chen, J.; Shao, Y.; Hu, G.; et al. UPLCMS/MS method for the simultaneous determination of imatinib,
voriconazole and their metabolites concentrations in rat plasma. J

International Journal of Pharmaceutical Sciences Review and Research
Available online at www.globalresearchonline.net
©Copyright protected. Unauthorised republication, reproduction, distribution, dissemination and copying of this document in whole or in part is strictly prohibited.

131

Int. J. Pharm. Sci. Rev. Res., 75(1), July - August 2022; Article No. 22, Pages: 124-132
Pharm Biomed Anal [Internet]. 2019; 166: 6–12. Available from:
https://doi.org/10.1016/j.jpba.2018.12.036
[51] Barco, S.; Zunino, A.; D’,Avolio A.; Barbagall, L.; Maffia, A.;
Tripodi, G.; et al. A rapid and robust UHPLC-DAD method for the
quantification of amphotericin B in human plasma. J Pharm
Biomed Anal [Internet].2017;138:142–5. Available from:
http://dx.doi.org/10.1016/j.jpba.2017.01.048
[52] Niu, K.; Guo, C.; Yan, H.; Teng, S. LC-MS/MS determination of
deoxyelephantopin, a novel anti-tumor candidate in rat plasma
and its application to a pharmacokinetic study in rats. Brazilian J
Pharmacogn [Internet]. 2018; 28: 582–8. Available from:
https://doi.org/10.1016/j.bjp.2018.06.001
[53] Saibaba SV, Pilli NR, Bimireddy BPK, Pandiyan PS. A novel and
rapid LC-MS/MS assay method for the determination of
canagliflozin in human plasma by solid-phase extraction technique
and its application to a pharmacokinetic study. Futur J Pharm Sci
[Internet].
2018;
4:
131–8.
Available
from:
https://doi.org/10.1016/j.fjps.2017.12.003
[54] El, Mubarak MA.; Stylos, EK.; Chatziathanasiadou, M V.;
Danika, C.; Alexiou, GA.; Tsekeris, P.; et al. Development and
validation of simple step protein precipitation UHPLC-MS/MS
methods for quantitation of temozolomide in cancer patient
plasma samples. J Pharm Biomed Anal [Internet]. 2019; 162: 164–
70. Available from: https://doi.org/10.1016/j.jpba.2018.09.019
[55] Elgawish, MS.; Soltan, MK.; Sebaiy, MM. An LC-MS/MS
spectrometry method for the simultaneous determination of

ISSN 0976 – 044X

Rosuvastatin and Irbesartan in rat plasma: Insight into
pharmacokinetic and drug-drug interaction studies. J Pharm
Biomed Anal [Internet]. 2019; 174: 226–34. Available from:
https://doi.org/10.1016/j.jpba.2019.05.069
[56] Puangpetch, A.; Limrungsikul, A.; Prommas, S; Rukthong, P.;
Sukasem, C. Development and validation of a liquid
chromatography-tandem mass spectrometry method for
determination of ibuprofen in human plasma. Clin Mass Spectrom.
2020; 15: 6–12.
[57] Ye, L.; Chen, J.; Li, S long.; Zhu, Y liang.; Xie, S.; Du, X. UPLCMS/MS method for the determination of talazoparib in rat plasma
and its pharmacokinetic study. J Pharm Biomed Anal [Internet].
2020;
117.
Available
from:
https://doi.org/10.1016/j.jpba.2019.112850
[58] Ferrone, V.; Carlucci, M.; Palumbo, P.; Carlucci, G.
Bioanalytical method development for quantification of
ulifloxacin, fenbufen and felbinac in rat plasma by solid-phase
extraction (SPE) and HPLC with PDA detection. J Pharm Biomed
Anal
[Internet].
2016;
1–8.
Available
from:
http://dx.doi.org/10.1016/j.jpba.2016.01.062
[59] Kotwal, P.; Magotra, A.; Dogra, A; Sharma, S.; Gour, A.; Bhatt,
S.; et al. Assessment of preclinical drug interactions of bedaquiline
by a highly sensitive LC-ESI-MS/MS-based bioanalytical method. J
Chromatogr B Anal Technol Biomed Life Sci [Internet]. 2019;
1112(February):
48–55.
Available
from:
https://doi.org/10.1016/j.jchromb.2019.02.022

Source of Support: The author(s) received no financial support for the research, authorship, and/or publication of this article.
Conflict of Interest: The author(s) declared no potential conflicts of interest with respect to the research, authorship, and/or
publication of this article.
For any question relates to this article, please reach us at: globalresearchonline@rediffmail.com
New manuscripts for publication can be submitted at: submit@globalresearchonline.net and submit_ijpsrr@rediffmail.com

International Journal of Pharmaceutical Sciences Review and Research
Available online at www.globalresearchonline.net
©Copyright protected. Unauthorised republication, reproduction, distribution, dissemination and copying of this document in whole or in part is strictly prohibited.

132

